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Fig.1 symbolization of sine wave
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step3 Scoring till the end of matrix, (Fig.7)
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SW(y — 1,z — 1) + match
SW(y —1,z) + gap (3)
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SW(y,z) = maz (4)
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Fig.5 initializing two-dimensional matrix
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Fig.7 scoring till the end of matrix
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Fig.8 backtracing from the maximum value cell
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"COELACANTH” — "ELACAN”
"HEAGAWGHEE” — ”AWGHE”

Fig.9 Example of SW algorithm’s alignment
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