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Real-Coded Genetic Algorithms-UNDX and SPX
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X UNDX SPX
Function Benchmark function

Initial Population Size 300 300
Dimension of Function 10 10
Parents Size 3 11
«@ 0.5 X
I6] 0.35 X
Children Size 100 100
Threshold 10e-7 10e-7
Termination of evaluation 6e+6 6e+6
Trials 5 5
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