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The Report About IBM HPC FORUM 2000 (partl)

googno
Michiko SUMI

Abstract: This is the report about ”IBM HPC FORUM 2000”. Scientists at IBM are tackling
the grand challenge of understanding the process of protein folding, and are building an incredibly
fast computer named ”Blue Gene”. And especially I report about the Protein Folding Problem.
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Discription Count
Atoms 0 32,000
Force evaluations/time step 10°
FLOPs/time step 1.5x 10!
Total time step 2x 10
FLOPs/simulation 3x 1022
Execution time 3x 107
Required FLOPs O1x 10
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Fig. 3 Time Window into Biophysics
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