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Prediction of Protein Tertiary Structures
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Michiko Sumi (Intelligent Systems Design Laboratory)

Abstract: Proteins are the most complicated molecules that exist in nature.Since protein struc-
tures are closely related to their biological functions, and the prediction of their tertiary structures
is very important problem in theoretical molecular science. It is widely believed that tertiary struc-
ture of proteins is determined by their amino-acid sequences. However, it is not only because the
inclusion of solvent effects in the energy function is formidable but also because there exist huge
number of local minima in the energy function, and SA is used at the prediction of their tertiary
structures. This paper reports the protein structuers and prediction of their tertiary structures.
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